. Multiple amino acid sequence alignment of the four olive AAAD genes identified by a transcriptomic analysis and the R. rosea and P. crispum AAS genes. The highly conserved residues are marked with and asterisk and shaded. Aminoacids involved in pyridoxal 5'-phosphate binding site [36] are shown in orange squares. Indolic/Phenolic substrate-specificity dictating aminoacid [24] is squared in blue. Activity-dictating residue [23] is squared in red: highlighted in green the phenylalanine for the aldehyde synthase activity and highlighted in yellow the tyrosine for the decarboxylation activity. 
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